A 


Acipenser transmontanus Richardson. See 
White sturgeon 
Activator element, in maize 453-459 
Aedes aegypti, restriction fragment length 
polymorphism in 160-164 
AFLP. See Amplified fragment length poly- 
morphism 
Allele, in honeybee 565-568 
Allozyme polymorphisms, in coast red- 
wood 429-433 
Ameiurus catus. See White catfish 
Aminoacyl-tRNA synthetases 333-337 
Amplified fragment length polymorphism 
(AFLP) 
in Limonium cavanillesii 485-489 
in pink salmon 291-296 
Androgenetic YY genotypes, of common 
carp 195-198 
Anoa dwarf buffalo, cytochrome 6 gene in 
165-176 
Anopheles gambiae, geographical gene 
flow barrier for 613-621 
Anopheles stephensi, creamish white eye in 
573-574 
Apis mellifera L. See Honeybee 
Arabidopsis thaliana 
cauliflower phenotype in 514-520 
chromosomal deletions in 412-417 
mitochondrial genome in 345-350 
yellow variegated mutant of 207-214 
As-genome diploid oat, genetic linkage 
mapping of 446-452 
Asymmetry 256 
Ateles paniscus chamek-APC. See Spider 
monkey 
atp6 transcript 386-393 
Australian dingo, microsatellites in 108-111 
Avena spp. See Diploid oat 
Axis axis. See Axis deer 
Axis deer, hybridization between sika deer 
and 236-240 
5-Azacytidine, early flowering in flax from 
199-206 


BAC. See Bacterial artificial chromosome 
Bacterial artificial chromosome (BAC) 35- 
38, 129-132 
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Barley, Canadian wild rye and 265-269 

B chromosomes, in Medicago sativa ssp. 
falcata 428-429 

Bean, mitochondrial DNA in common 357- 
361 

Bear. See Grizzly bear 

B-galactosidase (Bgl/), in diploid oat 446- 
452 

B-globin polymorphism, in cat 177-181 

B-glucuronidase (GUSB), in dog 119-123 

Bgll. See B-galactosidase 

B-G-like genes, in crane 152-159 

Bkm-derived probe 315-319 

Blue catfish, microsatellites in 307-312 

BoAP!I gene. See Brassica oleracea APETA- 
LAI (BoAP]1) gene 

Bombyx mori. See Silkworm 

BOTTLENECK computer program 502-503 

Bottlenose dolphin, microsatellites in 228- 
231 

Bovidae: Bubalus sp. See Sulawesi dwarf 
buffalo 

Bovine chromosomes 233-236, 537-542 

Bovine growth hormone receptor gene 
148-151 

Bovine restriction fragment length poly- 
morphism 148-151 

Boykin spaniel, hip dysplasia in 99-103 

Brassica napus, cytoplasmic male sterility 
in 351-356 

Brassica oleracea APETALAI (BoAP1) 
gene, in cauliflower 514-520 

Brown-headed cowbird, microsatellites in 
182-190, 574-578 

Bubalus bubalis. See Water buffalo 

Bubalus depressicornis. See Anoa dwarf 
buffalo 

Bull. See Holstein bull 


Cc 


Cairn terrier, globoid cell leukodystrophy 
in 138-142 

Campeloma snail, ploidy in 659-662 

Campus syndrome (CPS), in pig 472-476 

Canadian wild rye (CWR), barley and 265- 
269 

Canarc-I] gene 129-132 


Canine hip dysplasia (CHD) 83-92, 99-103 
Canis familiaris. See Dog 
Carotenoids 507-513 
Carp, androgenetic YY genotypes in com- 
mon 195-198 
Carya illinoinensis. See Pecan 
Cat, restriction fragment length polymor- 
phism in 177-181 
Catfish, microsatellites in 307-312 
CATS. See Comparative anchor tagged se- 
quences 
Cattle 
genetic linkage mapping in 537-542 
quantitative trait loci 629-634 
“spotted” locus maps 233-236 
spotting in 629-634 
Cauliflower, Brassica oleracea APETALAI 
gene and 514-520 
Centromere 255 
Cervus elaphus. See Red deer 
Cervus nippon. See Sika deer 
cGMP phosphodiesterase $-subunit gene 
143-147 
Channel catfish, microsatellites in 307-312 
CHD. See Canine hip dysplasia 
Chicken, genetic fingerprints and micro- 
satellites in 656-659 
Chickpea-Rhizobium symbiosis 297-299 
Chinook salmon 
juvenile morphometry in 597-606 
microsatellites in 281-288 
Chloroma, canine 124-128 
Chloroplast biogenesis 207-214 
Chromosomes 
anoa 165-176 
Arabidopsis thaliana 412-417 
bacterial artificial 35-38, 129-132 
bovine 233-236, 537-542, 629-634 
dog 27-34, 39-42, 52-54 
durum wheat 437-445 
Medicago sativa ssp. falcata with B 428- 
429 
microsatellites and 52-54 
shrew 323-327 
soybean 399-403 
spider monkey 460-463 
water buffalo 418-422 
See also Sex chromosomes 
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Cicer arietinum L. See Chickpea 
Citrus, intersimple sequence repeat mark- 
ers in 247-249 
CMS. See Cytoplasmic male sterility 
Coast redwood, allozyme polymorphisms 
in 429-433 
Codon 807 mutation 143-147 
Coloration 
Anopheles stephensi 573-574 
Arabidopsis thaliana 207-214 
rainbow trout 312-315 
southern right whale dorsal skin 464- 
471 
soybean 399-403 
Comparative anchor tagged sequences 
(CATS) 15-26 
Compsilura concinnata, isozymes in 568- 
573 
Computer program 
for detection of population structure via 
Mantel tests 258-259 
for detection of recent reductions in 
population size 502-503 
for display of graphical genotypes 328- 
329 
for genetic linkage analysis 68-70 
identifying QTL 43-51 
SAS for path coefficient analysis of 
quantitative data 260-262 
for simulation of dominance on popula- 
tion genetic diversity 499-502 
Congenital stationary night blindness 
(CSNB) 133 
Conotruncal defects (CTDs), canine 494- 
498 
Cordylochernes_ scorpioides. See Pseudo- 
scorpion 
Cosmid-derived canine microsatellites 52- 
54 
Cotton 
mitochondrial DNA in 251-253 
pubescence of 215-219 
restriction fragment length polymor- 
phism 215-219 
terpenoid aldehyde variants 249-251 
CPS. See Campus syndrome 
Crane, genetic linkage mapping in 152-159 
Creamish white eye, in Anopheles stephensi 
573-574 
Crepis tectorum ssp. pumila, leaf morphol- 
ogy in 556-561 
CSNB. See Congenital stationary night 
blindness 
CTDs. See Conotruncal defects 
Culex pipiens, comparative linkage map for 
160-164 
Cuticular pigmentation, in marine isopod 
304-307 
CWR. See Canadian wild rye 
Cyprinus carpio. See Carp 
Cytochrome 6 gene, in anoa dwarf buffalo 
165-176 
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Cytogenics 

anoa 165-176 

canine neoplasm 124-128 
Cytoplasmic male sterility (CMS) 

in bean 357-361 

in Brassica napus 351-356 

in maize 380-385 

in Petunia 362-368 

in sorghum 386-393 


D 


Datura wrightii, trichome phenotypes in 
220-227 
Deer, quantitative trait loci 643-647 
Developmental stability 256 
DGS. See DiGeorge syndrome 
Dicentrarchus labrax. See Sea bass 
Dicot plants, mitochondrial and nuclear 
promoters in 345-350 
Didelphis, mitochondrial DNA in 543-547 
DiGeorge syndrome (DGS), canine 494-498 
Diploid oat, genetic linkage mapping of 
446-452 
Distal myopathy type 1 (MPD1) 472-476 
DLA. See Dog, leukocyte antigen 
DNA. See Genetic fingerprints; Microsatel- 
lites; Mitochondrial DNA; Nuclear 
DNA; Random amplification of poly- 
morphic DNA; Satellite DNA 
Doberman pinscher, narcolepsy in 129- 
132 
Dog 
chromosomes 27-34, 39-42, 52-54 
conotruncal heart defects 494-498 
FISH mapping 27-30 
fluorescence in situ hybridization 27-30, 
52-54, 129-132 
forensic examinations 55-56 
genetic linkage mapping 3-26, 39-42, 
57-70, 78-92, 494-498 
genetics 1-2, 71-82, 96-103, 494-498 
globoid cell leukodystrophy 138-142 
hip dysplasia 83-92, 99-103 
inherited bleeding disorders 112-118 
inherited disorders in sexual develop- 
ment 93-95 
inherited retinal diseases 133-137, 143- 
147 
karyotype 31-34 
leukocyte antigen 35-38, 129-132 
major histocompatibility complex 35-38 
microsatellites 52-56, 104-111, 654-656 
mucopolysaccharidosis VII 119-123 
narcolepsy 129-132 
neoplasms 124-128 
origin and evolution 71-77 
progressive retinal atrophy 57-61, 133- 
137 
quantitative trait loci 43-51 
radiation hybrid map 62-67 


random amplification of polymorphic 
DNA 78-82, 96-103 
restriction fragment length polymor- 
phism 15-26 
single-strand conformation polymor- 
phism 15-26, 55-56 
DogMap consortium 3-6, 52-54 
Domestic cat, B-globin polymorphism in 
177-181 
DOMSIM computer program 499-502 
Dorsal skin color, in southern right whale 
464-471 
Drosophila melanogaster 319-323 
Drosophila obscura, random amplification 
of polymorphic DNA in 580-582 
Durum wheat, chromosomes in 437-445 


E 


Echinostoma caproni, mating systems of 
582-585 

Egernia stokesiti. See Lizard 

Elaphurus davidianus. See Pére David's 
deer 

Elymus canadensis L. See Canadian wild 
rye 

Embryonic genetic load, for neotropical 
conifer 394-398 

Esterase (Ests) locus 446-452 

Ests. See Esterase (Ests) locus 

Eubalaena australis. See Southern right 
whale 

Evolution 256 


F 


Felis catus. See Domestic cat 
Fertility restoration 
in Brassica napus 351-356 
in maize 380-385 
in sorghum 386-393 
FISH. See Fluorescence in situ hybridiza- 
tion 
Flathead catfish, microsatellites in 307-312 
Flatworm, hermaphroditic 582-585 
Flax, early flowering from 5-azacytidine in 
199-206 
Florida sandhill crane, B-G-like and MHC 
class I genes in 152-159 
Fluorescence in situ hybridization (FISH), 
in dog 27-30, 52-54, 129-132 
Forensic examinations, canine 55-56 
Frl locus, in soybean 553-556 
Fundulus, unisexual hybrids of 607-612 


G 


GAGs. See Glycosaminoglycans 
Galactocerebrosidase (GALC) 138-142 
GALC. See Galactocerebrosidase 
Gallus domesticus. See Chicken 
Gamma-irradiated haploid 412-417 
G-banding 27-30 


Genetic analysis. See Genetic linkage map- 
ping 
Genetic fingerprints 
chicken 656-659 
silkworm 315-319 
Genetic linkage mapping 
of Campus syndrome in pigs 472-476 
canine 3-26, 39-42, 57-67, 78-92, 494- 
498 
cattle 537-542 
cotton 215-219, 249-251 
crane 152-159 
diploid oat 446-452 
lentil 270-275 
soybean 300-301, 553-556 
spider monkey 460-463 
tomato 489-493 
turkey 240-242 
Genetic load, for neotropical conifer 394- 
398 
Genetics 
canine 1-147 
dictionary of 504 
population 254 
quantitative trait loci 43-51, 256-257 
Georgie computer program 43-51 
German shepherd, microsatellites in 104— 
107 
GGT computer program 328-329 
Glandular trichomes, in Datura wrightii 
220-227 
GLD. See Globoid cell leukodystrophy 
Globoid cell leukodystrophy (GLD), canine 
138-142 
Glossina pallidipes. See Tsetse fly 
Glycine max (L.) Merr. See Soybean 
Glycosaminoglycans (GAGs) 119-123 
Gossypium hirsutum L. See Cotton 
Greyhound 
hip dysplasia in 83-92 
microsatellites in 104-107 
Grizzly bear, genetics of in Prudhoe Bay 
622-628 
Growth hormone receptor gene, bovine 
148-151 
GUSB. See B-glucuronidase 
Gynomonoecious Silene vulgaris, offspring 
genders 563-565 


H 


H13 gene, in wheat 242-247 

Haploid plant production 330-331 

Harlequin beetle 320-323 

Hemangiopericytoma, canine 124-128 

Hereford-cross population, spotted locus 
in 233-236 

Hessian fly 242-247 

H factor. See Hybrid incompatibility factor 

High-performance liquid chromatography 
(HPLC), in cats 177-181 

Hip dysplasia, canine 83-92, 99-103 


Histiocytoma, canine 124-128 
Holstein bull, milk-related traits in 148-151 
Honeybee 
malate dehydrogenase allele in 565-568 
quantitative trait loci in 585-589 
Hordeum vulgare L. See Barley 
HPLC. See High-performance liquid chro- 
matography 
HSA22q11 locus 494-498 
Hybrid incompatibility factor (H), in Tri- 
bolium castaneum 191-194 
Hybridization 
fluorescence in situ 27-30, 52-54, 129- 
132 
between Pére David’s deer and red deer 
643-647 
between sika deer and axis deer 236-240 


Ictalurus furcatus. See Blue catfish 

Ictalurus punctatus. See Channel catfish 

Inheritance of intersimple sequence re- 
peat markers (ISSR), in citrus 247-249 

International Workshop on Canine Genet- 
ics 1-2 

In vitro haploid production 330-331 

Irish setter, phosphodiesterase $-subunit 
gene in 143-147 

1S1112C cytoplasm 386-393 

Isopod, cuticular pigmentation in 304-307 

Isozyme, in Compsilura concinnata 568-573 

ISSR. See Inheritance of intersimple se- 
quence repeat markers 


K 


k2 MdhI-n y20 chromosomal region, in soy- 
bean 399-403 

Karyotype, canine 31-34 

Kiilifish, unisexual hybrids of 607-612 

KIT locus 629-634 

Krabbe disease. See Globoid cell leukodys- 
trophy 


Labrador retriever 
hip dysplasia in 83-92 
microsatellites in 104-107 
narcolepsy in 129-132 
random amplification of polymorphic 
DNA for 78-82 
LALBA locus 537-542 
Lazy-2 gene, in tomato 489-493 
Lens culinaris Medikus subsp. culinaris. 
See Lentil 
Lentil, inheritance and linkage in 270-275 
Limonium cavanillesii, amplified fragment 
length polymorphism in 485-489 
Linkage analysis/mapping. See Genetic 
linkage mapping 
Linum usitatissimum. See Flax 


Liquid chromatography, reversed-phase 
high-performance 177-181 

Lizard, microsatellites in 301-304 

LN89-3502TP soybean 300-301 

Lycopersicon esculentum Mill. See Tomato 

Lz-2 gene. See Lazy-2 gene 


Maize 
Activator element in 453-459 
cytoplasmic male sterility in 380-385 
nad4 homoplasmic mutant of 369-373 
single fertilization in 276-280 
y10 mutant of 507-513 
Major histocompatibility complex (MHC) 
canine 35-38 
crane 152-159 
Malate dehydrogenase (MDH-1) locus 
in honeybee 565-568 
in soybean 399-403 
MANTEL-STRUCT computer program 258- 
259 
Marks, R. William 263-264 
Mastocytoma, canine 124-128 
Mating systems, in Echinostoma caproni 
582-585 
Mayetiola destructor. See Hessian fly 
MDH-I locus. See Malate dehydrogenase 
(MDH-1) locus 
Medea factor (M), in Tribolium castaneum 
191-194 
Medicago sativa ssp. falcata, B chromo- 
somes in 428-429 
Meleagris gallopavo. See Turkey 
Mexican hairless dog 71-77 
M factor. See Medea factor 
MHC. See Major histocompatibility com- 
plex 
Microsatellites 
in Australian dingo 108-111 
in bottlenose dolphin 228-231 
in brown-headed cowbird 182-190, 574- 
578 
in catfish 307-312 
in chicken 656-659 
in chinook salmon 281-288 
in dog 52-56, 104-111, 654-656 
in grizzly bear 622-628 
in lizard 301-304 
in pink salmon 291 
in rainbow trout 529-536 
in shrew 323-327 
simple sequence repeats 561-563 
Milk-related traits, in Holstein bull 148-151 
Miniature schnauzer 
myotonia in 578-580 
photoreceptor dysplasia in 57-61 
Mitochondrial DNA (mtDNA) 
in common bean 357-361 
in cotton 251-253 
in Didelphis 543-547 
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in dog 71-77 
in grizzly bear 622-628 
in rockfish 404-411 
in tsetse fly 635-642 
Mitochondrial promoters, in dicot plants 
345-350 
Mitochondrial RNA (mtRNA) 
editing 338-344, 362-368, 386-393 
in plants 333-356, 362-368 
transcription 345-350, 374-385 
in wheat 374-379 
Molothrus ater. See Brown-headed cowbird 
Mosquito, restriction fragment length 
polymorphism in 160-164 
MPDI1. See Distal myopathy type 1 
MPS VII. See Mucopolysaccharidosis VII 
mtDNA. See Mitochondrial DNA 
mtRNA. See Mitochondrial RNA 
Mucopolysaccharidosis VII (MPS VII), ca- 
nine 119-123 
Myotonia, in miniature schnauzer 578-580 


nad3. See NADH dehydrogenase subunit 3 

nad4. See NADH dehydrogenase subunit 4 

NADH dehydrogenase subunit 3 (nad?) 
362-368 

NADH dehydrogenase subunit 4 (nad4) 
369-373 

nap cytoplasm 351-356 

Narcolepsy, canine 129-132 

Nasonia vitripennis, antennapedia-like mu- 
tation in 319-320 

NCS. See Nonchromosomal stripe 

Neoplasm, canine 124-128 

Neotropical conifer, embryonic genetic 
load for 394-398 

Night blindness, congenital stationary 133 

Nonchromosomal stripe (NCS) 369-373 

Norway spruce, random amplification of 
polymorphic DNA in 662-667 

Nuclear DNA, in pink salmon 289-296 

Nuclear promoters, in dicot plants 345- 
350 


Oncorhynchus gorbuscha. See Pink salmon 

Oncorhynchus mykiss. See Rainbow trout 

Oncorhynchus tschawytscha. See Chinook 
salmon 

Open reading frames (ORFs) 351-356, 362- 
368, 386-393 

Opossum, mitochondrial DNA in 543-547 

Opsin gene, in dog 133-137 

ORFs. See Open reading frames 

Outcrossed canine pedigree, for hip dys- 
plasia 83-92 


P 


p! locus. See Pericarp color (p1) locus 
p53 gene 124-128 
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Paired interspersed nuclear element 
(PINE) 291-296 
Palmitate, in soybean oil 423-428 
Paracerceis sculpta Holmes. See Isopod 
Parthenogenetic Campeloma snail, ploidy 
in 659-662 
PATHSAS computer program 260-262 
PCR. See Polymerase chain reaction 
pd. See Photoreceptor dysplasia 
PDE6B. See Phosphodiesterase B-subunit 
gene 
Pea, ppd gene in 548-550 
Pecan, genetic diversity in 521-528 
Pere David’s deer, and red deer hybrids 
643-647 
Pericarp color (p!1) locus 453-459 
Petunia, mitochondrial genes in 362-368 
Phosphodiesterase B-subunit gene (PDE6B), 
in Irish setter 143-147 
Photoreceptor dysplasia (pd), in miniature 
schnauzer 57-61 
Picea abies L. Karst. See Norway spruce 
Pig, Campus syndrome in 472-476 
PINE. See Paired interspersed nuclear ele- 
ment 
Pink salmon, nuclear DNA in 289-296 
Pinus patula, embryonic genetic load for 
394-398 
Pisum sativum L. See Pea 
PLA2G1B locus 537-542 
Plagues 254-255 
Plants 
haploid production in 330-331 
mitochondrial RNA in 333-356, 362-368 
QTL in 43-51 
Plastid autonomy 207-214 
pol cytoplasm 351-356 
Polymerase chain reaction (PCR) 
in chinook salmon 281-288 
in dog 62-67, 78-82, 96-98, 134, 144-145 
in pink salmon 289-296 
Population genetics 254 
Portuguese water dog, QTL in 43-51 
Ppd gene, in pea 548-550 
PRA. See Progressive retinal atrophy 
Progressive retinal atrophy (PRA), canine 
57-61, 133-137 
Pseudoscorpion, harlequin beetle riding 
320-323 
Pylodictus olivaris. See Flathead catfish 


Q 


QTL. See Quantitative trait loci 
Quantitative trait loci (QTL) 

in cattle 629-634 

in cotton 215-219 

in deer 643-647 

in dog 43-51 

genetics and 43-51, 256-257 

in honeybee 585-589 


Radiation hybrid map, canine 62-67 
Rainbow trout 
DNA markers in 289-296 
microsatellites in 529-536 
yellow color inheritance in 312-315 
Random amplification of polymorphic 
DNA (RAPD) 
in dog 78-82, 96-103 
in Drosophila obscura group 580-582 
in Norway spruce 662-667 
in pink salmon 291 
RAPD. See Random amplification of poly- 
morphic DNA 
Rapid eye movement (REM) sleep 129-132 
ras oncogenes 124-128 
rcdl. See Rod-cone dysplasia 1 
Red clover, growth habit attributes in 550- 
553 
Red deer, and Pére David’s deer hybrids 
643-647 
REM sleep. See Rapid eye movement 
(REM) sleep 
Resistance gene H/3, in wheat 242-247 
Restriction fragment length polymorphism 
(RFLP) 
in cat 177-181 
of cotton 215-219 
in dog 15-26 
in Holstein bull 148-151 
in mosquito 160-164 
Retinal diseases, canine 133-137, 143-147 
Retinal pigment epithelium (RPE) 119-123 
Retinitis pigmentosa (RP) 133 
Reversed-phase high-performance liquid 
chromatography (RP-HPLC), in cats 
177-181 
Rf3 gene 386-393 
Rf gene 386-393 
RFLP. See Restriction fragment length 
polymorphism 
Rfn gene 351-356 
Rfp gene 351-356 
Rhizobium, chickpea and 297-299 
Ribosomal protein S12 (rps/2) 338-344, 
362-368 
RNA. See Mitochondrial RNA 
Rockfish, mitochondrial DNA in 404-411 
Rod-cone dysplasia 1 (rcd/), in Irish setter 
143-147 
RP. See Retinitis pigmentosa 
RPE. See Retinal pigment epithelium 
RP-HPLC. See Reversed-phase high-perfor- 
mance liquid chromatography 
rps12. See Ribosomal protein $12 


Satellite DNA, of water buffalo 418-422 

Sea bass, Atlantic/Mediterranean transi- 
tion in 591-596 

Sebastes. See Rockfish 
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Sequoia sempervirens. See Coast redwood 
Sex chromosomes 
abnormal 93-94 
common carp 195-198 
white sturgeon 231-233 
Sexual development, inherited disorders 
in 93-95 
Short interspersed 
(SINE) 289-296 
Shrew, microsatellites in common 323-327 
Sika deer, hybridization between axis deer 
and 236-240 
Silene vulgaris, offspring genders of 563- 
565 
Silkworm, genetic fingerprints in 315-319 
Simple sequence repeat (SSR) loci 561-563 
Simple-sequence repeat polymorphism 
(SSRP), in dog 39-42 
SINE. See Short interspersed repetitive el- 
ement 
Single-strand conformation polymorphism 
(SSCP) 
in crane 152-159 
in dog 15-26, 55-56 
SLC2A3 locus 537-542 
Sleep, rapid eye movement in canine 129- 
132 
Sly syndrome. See Mucopolysaccharidosis 
Vil 
Snail, ploidy in 659-662 
Solanaceae. See Datura wrightii 
Sorex araneus. See Shrew 
Sorghum, fertility restoration in 386-393 
Southern right whale, dorsal skin color in 
464-471 
Soybean 
locus in 553-556 
genetic linkage in 300-301, 553-556 
k2 MdhI-n y20 loci in 399-403 


repetitive element 


oil containing palmitate 423-428 
QTL in 43-51 
translocations in 648-653 
Spanish dog, microsatellites in 654-656 
Spider monkey, genetic linkage mapping in 
460-463 
Spotted locus, in Hereford-cross popula- 
tion 233-236 
SSCP. See Single-strand conformation poly- 
morphism 
SSR. See Simple sequence repeat (SSR) 
loci 
SSRP. See Simple-sequence repeat poly- 
morphism 
Sulawesi dwarf buffaio, cytochrome b gene 
in 165-176 
SYTI locus 537-542 


TA. See Terpenoid aldehyde 
Tachinid fly, isozymes in 568-573 
T-cytoplasm maize 380-385 
Terpenoid aldehyde (TA), in cotton 249- 
251 
Tomato, genetic linkage mapping in 489- 
493 
TPI] locus 537-542 
Tremor disease, in pig 472-476 
Tribolium castaneum, incompatibility in 
191-194 
Trichomes 
cotton 215-219 
Datura wrightii 220-227 
Trifolium pratense L. See Red clover 
Triticum aestivum L. See Wheat 
Triticum turgidum L. See Durum wheat 
Tsetse fly, mitochondrial DNA in 635-642 
T-urf13 gene 380-385 


Turkey, genetic linkage mapping of 240- 
242 
Tursiops truncatus. See Bottlenose dolphin 


U 


UM-STS. See Universal mammalian se- 
quence tagged sites 

Universal mammalian sequence tagged 
sites (UM-STS) 15-26 

Ursus arctos. See Grizzly bear 


Ww 


Water buffalo, satellite DNA of 418-422 
West Highland white terrier (WHWT ), glo- 
boid cell leukodystrophy in 138-142 
Wheat 
mitochondrial RNA in 374-379 
resistance gene H/3 in 242-247 
White catfish, microsatellites in 307-312 
White sturgeon, sex chromosomes in 231- 
233 
Whooping crane, B-G-like and MHC class | 
genes in 152-159 
WHWT. See West Highland white terrier 
Wolf 71-72 


4 
Xoloitzcuintli 71-77 


y10 mutant, of maize 507-513 

Yellow color inheritance, in rainbow trout 
312-315 

Yellow fever 254-255 

Yellow variegated mutant, of Arabidopsis 
thaliana 207-214 

YY genotypes, of common carp 195-198 


Zz 
Zea mays L. See Maize 
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